Knowledge Management Environme

Product: BioXM Knowledge Management Environment

Applications: knowledge management and semantic data integration,
research collaboration, information publishing and project management

Product contact: info@biomax.com
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Life science knowledge management

The vast quantities of information being generated by high-throughput experimental
methods are being published in new articles every day. Processes in biological systems
are interrelated on many levels and their regulation presents a complexity that needs to
be understood in detail to successfully manage risks in the development of products for
the life science market.

The BioXM™ Knowledge Management Environment is a project-centered, distributed
platform that facilitates communication and collaboration in a research environment. The
BioXM system provides a central inventory of the information describing a particular area
of research, making it easy for a scientist to stay in touch with recent additions or
changes in knowledge that should be available to the entire organization. In addition,
BioXM knowledge management provides a personalized work environment, supporting
user and project groups. This environment allows researchers to focus specifically on
generating knowledge in a particular scientific field — knowledge that can easily be
published to a broader audience within the BioXM Knowledge Management
Environment.

Biomax Informatics AG, Lochhamer Str. 9, 82152 Martinsried, Germany, +49 89 895574-0
Sophic Systems Alliance, Inc., 200 Main Street, Suite 201, Falmouth, MA 02536, USA, (508) 495-3801

Internet: www.biomax.com, www.sophicalliance.com

Flexible annotation

Advance the objectives of your

organization

e Support decision-making pro-
cesses by maintaining a
corporate warehouse of struc-
tured, interrelated information

e Capture your organization's
existing knowledge and public
information to "get the big
picture"

e Conceptualize your area of
research, distribute news and
share your information with
others

e Overcome geographic sep-
aration and functional compart-
mentalization in your organization

e Support all stages of long-term
R&D projects and promote col-
laboration among researchers




Knowledge Management Environment

BHGDB Import
bm0421000303
Title
UDP-Gal:GlcNAc betal,3-galactosyltransferase variant 1 B3GALTS - Homo sapiens
Gene name
UDP-GalbetaGlcNAC beta 1,3-galactosyltransferase, polypeptide 5
Cytogen localisation
21223
ol
9.03
Length (aa)
3100
Molecular weight (Da)
36189.4
Disease

Bacillus thuringiensis (animal disease)(|11486087)

General | Elements

View:  BHGDB Gene Informations ¥

Gene Symbol ¥ | Pi* Search

Gene Symbol Aliases

PKP2P1 LocusID: 82
HgnelD: 13

PKMYT1 LocusiD: @ %) bm0416000169
Ref Seq ID:
Gl Accession

omimiD: 60
UniGene ID:  H
e LocusiD:
HgnclD:
Ref Seq ID:
Gl Accession: 14
omimID: 60
GDBID:
UniGene ID:  H
BKP2 LocusiD: 63 4 bm0412000496
Hgneld:
Ref Seq ID:
Gl Accession

Omimi: 6

BioXM gene report

Knowledge management and
semantic data integration

The BioXM Knowledge Management
Environment is designed for the
aggregation and semantic modeling of
scientific processes.

e A scientific area of interest (e.g., a
disease) is semantically modeled as a
network of related elements.

® The user can define different element
and relationship types. For example,
elements of type "gene" or "protein”
can be linked together using a
relation of type "gene regulation" or
"protein—protein interaction."

e A context (a region within the larger
network of knowledge) allows
modeling and organization of
pathways. Relationships between
contexts and other semantic objects
(e.g., elements) can be established.

e Experimental data (e.g., data tables)
can be organized as BioXM objects.
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BioXM gene list

Research collaboration, information
publishing and project
management

The BioXM Knowledge Management
Environment provides both a central
inventory of information and knowledge
and a project-based, personalized work
environment. This combination allows a
scientist to design working models and
annotate preliminary information that
may be published later to a broader
audience.

e Semantic objects (such as element,
relation or context) can be
annotated.

e A form-based approach supports the
"modeling" of related information.
Hierarchical organization of forms
enables complex data models (e.g.,
MIAME or PEDROo).

e Objects can share annotation to
imply relationships.

* Entire areas of interest can be
organized through the use of
ontologies.

Internet: www.biomax.com, www.sophicalliance.com

Software modules

Enterprise technology — a modular,
scalable architecture

The BioXM knowledge management
platform is a client-server based
enterprise system. The primary user
client is a Java™ Swing graphical user
interface (GUI), providing a comfortable,
modern and visual user experience.

The GUI offers all the interactive
functionality that is typically known from
desktop applications (e.g., drag-and-
drop, copy-and-paste, printing and file-
system access). In addition, generated
reports can be accessed with any Web
browser.

The BioXM server has a highly modular,
open architecture, ensuring
expandability and maintainability.
BioXM seamlessly embeds the Biomax
BioRS™ Integration and Retrieval
System, a proven integration platform
for scientific databanks, and extends it
with semantic components.




